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Abstract: Facing current biomimetics impediments, recent studies have supported the integration
within biomimetic teams of a new actor having biological knowledge and know-how. This actor
is referred to as the “biomimetician” in this article. However, whereas biology is often considered
a homogenous whole in the methodological literature targeting biomimetics, it actually gathers
fundamentally different fields. Each of these fields is structured around specific practices, tools,
and reasoning. Based on this observation, we wondered which knowledge and know-how, and so
biological fields, should characterize biomimeticians. Following the design research methodology,
this article thus investigates the operational integration of two biological fields, namely ecology
and phylogenetics, as a starting point in the establishment of the biomimetician’s biological tools
and practices. After a descriptive phase identifying specific needs and potential conceptual bridges,
we presented various ways of applying biological expertise during biomimetic processes in the
prescriptive phase of the study. Finally, we discussed current limitations and future research axes.

Keywords: biomimetics; biomimicry; biological tools; pluridisciplinarity; innovation

1. Introduction

This introduction contextualizes our work before it describes a state of the art on the current
methodological limitations, leading to the research question of this article.

1.1. Positioning of the Article

Biomimetics is defined as “the interdisciplinary cooperation of biology and technology or other
fields of innovation with the goal of solving practical problems through the function analysis of
biological systems, their abstraction into models, and the transfer into and application of these models
to the solution” [1].

Over the past decades, biomimetics has established itself as one of the most promising strategies
to support innovative [2] and environment-friendly products [3]. However, it is still at a development
and structuration phase, and because of the intrinsic difficulty of combining biology and engineering,
its implementation in the industrial world remains highly marginal [4]. Where engineering-centered
steps [5] are well-known by engineers, and so well performed by design teams, steps centered
on biological information (biology-centered steps) are entirely new and lack efficiency [6]. If we
take engineering-centered steps as a point of comparison, we can identify three main aspects that
enable their performance: defined fields of expertise (mechanical engineering, product design, etc.),
defined actors (mechanical engineers, product designers, etc.) and a defined methodological framework.
With biology-centered steps, none of those aspects are well-defined. Instead of determining which fields
and which actors should perform these entirely new and highly specific steps, current approaches deal
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with the provision and analysis of biological data to classic design team members (engineers, designers,
ergonomists, etc.). Consequently, biological fields, practices and reasonings remain out of the
biomimetic methodological scope. If biology is the subject of those steps, and biological data are used
as a resource, biology isn’t considered as the engine of resolution.

Based on that logic, numerous articles have been published to support the integration of biologists
within biomimetic design teams [7–10]. Wondering how, when, and for what purposes biologists
should be integrated, these studies quickly underlined that the community wasn’t only referring to
existing biologists, but also pointed to the need for a new profile, leading to the question of its definition.

Thanks to a pluridisciplinary team combining backgrounds in biology, biomimetics,
and engineering design, and through exchanges with researchers of both communities, this article
focuses on how to characterize this new actor’s biological knowledge, know-how, and tools.

Since each biological field encompasses a specific set of knowledge, know-how, and tools,
this article hypothesizes that they are key elements to manipulate. Thus, through the formalization of
conceptual bridges between biological fields and biology-centered steps, the hypothesis supports the
idea that required knowledge, know-how, reasoning, and tools can be identified to better define the
new team member having a background in biology.

In this respect, and based on the literature [11], ecology and phylogenetics are identified as key
biological fields to integrate. Several characteristics of interest can then be underlined, they both
(1) study all types of living beings (plants, animals, bacteria, fungi, etc.), (2) gather species into
structured groups (in biocenosis or taxon), (3) reason at the level of organisms (as representants of
species) allowing a combination of their respective concepts or reasonings, and (4) have a fundamental
link with biological evolution. Through the presentation of these fields, their biological objectives,
reasoning axes and tools, we managed to bring out conceptual bridges leading to practical applications.
The impact of these contributions on the biomimetic process and on the definition of the new profile to
integrate are discussed.

The final goal of this work is to point out a new area of research targeting the use of specific
biological expertise in biomimetic projects. The work presented in this article only focuses on some
of the numerous potential biological fields that could be integrated, raising exciting perspectives on
biomimetic actors, practices, and a methodological framework.

1.2. State of the Art

This state of the art first presents the current scientific reflections regarding biomimetic practices
and brings out the question of biological biomimetic practices through the prism of potential biological
fields of expertise.

1.2.1. Biomimetics Methodological Framework

Biomimetic processes follow two types of approach. Either they are initiated by biological
discoveries, the biology push approach [1], or biomimetics is used as a problem-solving process,
the technology pull approach [1]. Because of the potential industrial applications, the problem-solving
reasoning has been the main target of engineering design research so far. Indeed, as for any innovative
design theory, biomimetics first needed a methodological framework to turn a theoretical idea,
inspired by living beings, into a highly complex reality.

Thus, a great number of processes have been designed to help implement a technology pull
approach, e.g., the procedural model of doing bionics [12], biomimetic design methodology [13],
problem-driven analogical process [14], etc. Through a comparative analysis of these processes,
Fayemi synthesized eight main steps representing an overall description of the technology pull
biomimetic process [15]. Figure 1 presents the resulting process that will be considered as the process
of reference in this article.
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Figure 1. The unified problem-driven biomimetic process from Fayemi [5].

Along with these studies on biomimetic processes, the need for new tools soon emerged. Indeed,
the lack of biological knowledge led engineers to face limitations during these processes. For instance,
how to find, extract, and transfer biological models. Numerous tools were designed to deal with
these issues [16], leading to the generation of tool-based processes, e.g., idea-inspire process [17] and
biologically inspired concept generation [18], or to the improvement of existing ones.

Tools used in biomimetics have mainly three origins [19]: engineering, like the five whys [20] or
technical contradictions [21]; biology, like 16 patterns of nature [22] or functional modelization [23],
or are specifically designed for biomimetic purposes, like SAPPhIRE (State, Action, Part, Phenomenon,
Input, oRgan, Effect) [17] or BIOTRIZ [24]. It must be specified that the tools that are said to come from
biology, are neither biological tools nor tools designed to be used by biologists. They mainly allow
engineers to learn about biological concepts and finding without considering inputs or perspectives
from biology.

Despite these clear methodological progresses, some practical impediments still prevent
biomimetics to reach its full potential.

1.2.2. Practical Impediments and Current Resolution Strategies

Three main obstacles regarding the use of biological data during the practice of biomimetics have
been identified [6,25]. First, the findability of biological models, corresponding to the team’s ability
to find biological models matching their abstracted technological problem during the 4th step of the
process of reference above mentioned (Figure 1). This difficulty is multifactorial, since design teams
need to identify what to search for, where to search, and how to search.

• What to search for? Overall, teams are asked to search for biological models. But again, what is a
biological model in biomimetics? Is it a biological process? An organism? A biological system?
This ill-define “biological model” represents a first difficulty.

• Where to search for? Most of the scientific findings are stored online on various types of platforms
(scientific databases, popular science website, etc.). Facing these various possibilities, the question
of where to search, depending on the teams’ expertise and objectives, appears crucial.

• Finally comes the “how”, namely how to identify the proper keywords leading to the
searched information?
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Secondly is the recognizability issue. It represents the difficulty of design teams to judge the
relevancy of a model. Mainly associated with the 5th step of the process, recognizability is also a key
factor during the 4th step of the process. The association of an efficient search and a relevant set of
choices, or judgement, (on keywords, on articles, etc.) may lead to a successful 4th step:

• How to identify selection criteria and perform evaluation on those criteria to sort the various
models that are considered relevant?

• How to assess the quality of the biological data, whether it is enough to formulate a biological
model, and its adequacy?

Finally, the third and most cross-cutting issue, is the understandability of biological data.
It represents the ability of the team to interpret biological data into coherent information. It has a
crucial impact during the abstraction of the biological data in the 6th step but appears fundamental in
all biology-centered steps. Without knowledge in biology, relevant information, websites, keywords,
or requests can be extremely hard to identify. Without a clear understanding of the data, choices made
during the search and selection step can be based on irrelevant criteria, on fixations, or just on having a
“good feeling”, which may lead the team to make some mistakes during the design process.

Where we focus on those three impediments in this article, various other axes can be considered at
different phases of biomimetic projects, such as the technological feasibility [26] or the industrial-scale
production and profitability of biomimetic product [27].

So far, three main resolution strategies have been considered to deal with biological data, databases
of structured models [28–30], natural language web search [31–33] along with artificial intelligence
(AI) [33,34] and finally approaches based on highly abstracted principles [35,36]. Each strategy has
advantages and drawbacks that are synthesized in Table 1 for clarity.

Table 1. Comparison of the solving approaches identified in the state of the art.

Current Solutions Advantages Drawbacks References

Databases & associated
approaches

Functionally structured
information

Pre-identified content
Ergonomics & ease of use

Low number of models
Unbalanced number of models

depending on the functional fields
or the kingdom of life

[29,32,37,38]

Natural language web
search (AI is still under

development)

Based on the total amount of
published biological

information
Very precise and scientific

content can be found
Already daily used tools

(Google, etc.)

Difficulty of designing relevant
requests

Ill-structured data
Very unprecise and erroneous

content can be found
A strong sorting step is required

[6,33,39–41]

Approaches based on
highly abstracted

principles

Bridge engineering and
biology

Ergonomics & ease of
findability by changing the

reasoning scale (highly
abstracted solutions)

Difficulty of formulation of an
abstracted request

Difficulty of using raw abstracted
solutions to generate technological

innovations
Potential fixations

[24,35,36,42,43]

Regardless of their types, all these solutions have been designed from an engineering standpoint.
None of these approaches use biology and its associated reasonings, practices, or tools as resolution
engines. As a result, biology as a discipline and a science remains beyond the scope of these strategies.
The next section will then present the theoretical and practical links existing between biology and
biomimetics to underline the interest of considering the integration of biology as an alternative approach.

1.2.3. A Biological Approach, another Alternative

More and more biological concepts are used to optimize current biomimetic tools. First, the concept
of “environment” has been studied because it is well understood by design teams which see in this
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concept a synonym of “context” or “super-system”. They can look at it, experience it, and are easily
convinced of its interest. The global tendency of supporting a more systemic, more holistic, approach of
design also led engineers to be more comfortable integrating such concepts. Concretely, it is mainly
used to generate keywords in tools such as BIOScrabble [44,45], represent and compare biological
models like in the four-boxes model [46] or in Badarnah’s pinnacles analyzing matrix [47] or the
adaptation of the functional causal model SAPPhIRE [17,48]. Yen et al. advise to consider extreme
environments to find “high-performing biological systems” [10], also called “champion adapters”
by Helms [49]. Kennedy et al. [50] worked on biological models’ search and identified four frames of
inquiries: “similar context” and “extremes”, based on environmental consideration and “convergence”
and “stasis”, associated with evolutionary concepts.

Moreover, various aspects have been identified to specifically characterize biological
systems [51–54]. Those concepts (e.g., multiple systemic scales, multifunctionality, etc.) have been
used to support the formalization [55,56], comparison, and selection [51] of biological systems through
specific models. It also led to the formalization of design guidelines such as “life principles” [57,58],
and can even be directly integrated within approaches using abstracted biological strategies through
the concept of trade-offs [43] at the origins of the ontological approaches (Section 1.2.3) [6,36].

Finally, the identification of biological concepts of interest enables the consideration of biological
fields through extracted elements perceived as adjustment variables within algorithms and Artificial
Intelligence. Thus, Kim et al. [48] considered taxonomic classification tool DELTA [59,60] along with
ecological parameters (geography, resources and phylogeny) [61] as the source of criteria for search
and association tools. Considering actual biological classifications in the design of computational
approaches represent a real step forward in the integration of biology.

Where tools’ optimization is of great interest, one can argue that it only represents one side of the
coin. The “interdisciplinary cooperation of biology and technology” calls for a broader synergy that
might be reached through the integration and adaptation of biological practices. In the end it all comes
down to expertise. Most current design team members have a limited knowledge and know-how in
terms of biology and so, logically, will use tools and strategies they are comfortable with and trained for.

In an article discussing the oversimplification of considering biological evolution as a blind
justification for biomimetics, Fish underlined various key aspects to consider and limitations to take
into account [54]. More specifically, he pointed out key differences between biological and technological
evolutionary processes (no conscious evolution, error as a key parameter, etc.) and drew attention
on the danger of using shortcuts to generate certainties (organisms are not optimized, life doesn’t
lead to perfect solutions [11], etc.). Natural selection thus is a highly complex process which relies on
multifactorial constraints (see Section 3.1.2) leading to the adaptation of multifunctional traits, as stated
by Vincent about biological material, “many materials have more than one function” [62].

In her studies on BID (Bio-Inspired Design) pedagogy, Yen also reminds that “evolution is a
historical process” [63] with reference to Darwin theory of natural selection which postulates that
evolution is mainly gradual [64], meaning that it is constrained by evolutionary history, traits are
adapted from existing ones. She also underlined the difficulty of finding an adequate level of abstraction
for biological models, since at some level the all share the same “ultimate evolutionary objective,
to survive, which is so universal that it gives no additional guidance” [10].

Altogether these observations represent fundamental pitfalls for practitioners wanting to use
biology without proper training during biomimetic projects. One solution that quickly appeared in the
literature is the cooperation of actors from both biology and technology. More recently, the integration
of a new team member, trained in biology for biomimetics purposes, also emerged and is discussed in
the next section.

1.2.4. Integration of Stakeholders with a Background in Biology

Recent studies have investigated such research axis, to legitimate the integration of stakeholders
from biology through quantitative and qualitative studies [8,9,65], to point out the need for new
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communication support [66] and to properly define the actual needs and expectation of design teams
towards biologists [10,67].

The design of specifications surrounding this interdisciplinary collaboration led to the
characterization of two different profiles to consider. A first one having a vertical, specific and
deep biological knowledge, mainly embodied by researchers in biology, and a new profile having a
horizontal and broad biological knowledge specifically adapted for biomimetics, which is not currently
formalized and so do not properly exist yet [51,68].

The integration of biological researchers appears of great interest specifically during the abstraction
of biological strategies (step 6) which requires deep knowledge on the strategy [69] before the rise
of the abstraction level can occur [68]. Their practice in biomimetics is then well-defined since their
role is essentially the same one than their usual jobs, explaining how does a biological model work.
Still, small but crucial differences can be underlined. First, they will have to make their knowledge
available to design teams, whose biological knowledge is often low. Secondly, they might look at their
studies from a new prism since the questions emerging from biomimetic needs can be different from
the ones faced in biological research. Finally, where their role is rather determined, their incentives
aren’t and remain a subject to address.

The integration of horizontal biologists is recognized to be of great potential all along the process
but more specifically during the biology-centered steps (steps 3–5) [68]. During those steps, they may
help design teams to enter biology, explore the biological diversity, select pertinent models and properly
transfer this information to the rest of the team [7,8,10,70]. However, even if they are described in
terms of potential contributions, objectives, and involvement steps, the literature doesn’t properly
prescribe how will they be able to reach those objectives. For example, Yen stated that “advanced
students (in biology) may even learn to find relevant examples based on phylogenetic relatedness” [10],
already pointing out the potentialities of phylogenetics presented in this article but without further
information. Therefore, they remain ill-defined regarding their practice, skills, and field of expertise.
The main reason explaining that situation is that steps 3–5 have no direct equivalent in biology.
Thus, conceptual bridges need to be formalized to allow a proper adaptation of biological practices,
tools, and reasoning to biomimetics.

Facing the observation made in this section, determining which part of biology, and so which
biological fields, to integrate in the context of biomimetics would naturally bring answers on the
characterization of this new profile’s know-how, knowledge, practices, and tools (Figure 2).
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This state of the art on biomimetics’ methodological framework and practical impediments lead
us to consider the integration of new team member trained in biology as a relevant solution. The next
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section will then synthesize the observation made in the state of the art to formalize the research
question addressed in this article.

1.3. Synthesis and Research Question

From the observations presented in the state of the art, we have pointed out that despite
great methodological progress, biomimetic practice still faces biology-related impediments.
Various approaches have been designed to solve these issues and their advantages and drawbacks
have been summarized in Table 1.

However, as previously pointed-out, the current situation is rather paradoxical since mainly
engineering-centered answers are designed to solve biology-centered problems. The integration
of biological practices is then considered in this article as an alternative solution. So far, those
new practitioners were referred to has horizontal biologists because of their broad biological
knowledge but since these profiles need to be specialized in biomimetics, the term “biologists”
appears reductive. This new team member therefore needs a specific name and, as such, will be
referred to as a “biomimetician”.

This article then deals with the following research question: what are biomimeticians’ specific
biological knowledge, know-how, and tools?

The hypothesis of this article presents a partial answer through the formalization of skills based
on two biological fields, namely ecology and phylogenetics, as the first key fields of interest for
biomimeticians to face above-mentioned impediments. Focusing on the findability issue, this article
explores those two fields and various concepts, reasoning or tools that can be integrated through a
biological expertise, are thus presented. The needs emerging from the adaptation of biological practice
to biomimetic practice, and the fact that numerous biological fields remain to include, are underlined,
raising significant research perspectives. Potential impacts of the integration of those first two biological
fields on the biomimetic process are then discussed.

At an overall scale, we want to approach the practice of biomimetics with the standpoint of
practitioners having a background in biology and underline their potential specific contributions.

2. Material and Methods

This section presents the guiding themes of this article and the approach we chose to structure
our reasoning. The aim of our global study is to formalize the use of biological fields during
biomimetic practices, starting with biological-centered steps. This article mainly deals with the two
first biology-centered steps, steps 3 and 4.

To make our reasoning as clear as possible, we used the first three steps of the design research
methodology [71] to structure our exploratory work on these two steps:

1. Research clarification: This phase corresponds to the Section 1.
2. Descriptive phase: Based on the literature, we pointed out specific impediments on the targeted

steps. This phase is divided between Section 3.1.1 (for the 3rd step) and Section 3.2.1 (for the
4th step).

3. Prescriptive phase: We exposed conceptual bridges linking those pitfalls with biological fields
and prescribed practical contributions. We also underlined the potential impact on the process to
anticipate and better integrate these new practices. This phase is divided between Section 3.1.2
(for the 3rd step) and Section 3.2.2 (for the 4th step).

Finally, we described the impact of our contributions on the characterization of the biomimetician’s
expertise (Section 3.3 and discussed the limitations and numerous perspectives of our work (Section 4).
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3. Results

3.1. Findability and the Ill-Defined “Transposition to Biology”

3.1.1. First Descriptive Step: the 3rd Step, the Initial Grain of Sand

If we study the different steps of the biomimetic cognitive reasoning, practitioners need to get
from abstracted design issues (end of step 2) to transposed biological issues (end of step 3), to the
identification of biological models (step 4). As this identification is based on the output generated
during the 3rd step, it seems logical to look at this step before going any further.

In the problem-driven unified process formalized by Fayemi (Figure 1), the 3rd step was explained
in those few lines: “the establishment of a generic model combined with the identification of the
functions of interest makes possible the transposition of the problem and its environment to biology.
At this step, practitioners usually formulate a request. The purpose of this request is to explore Nature’s
ways to perform one or several functions. This 3rd step is crucial since the overall biomimetic results is
deeply impacted by the request formulation.” (from Fayemi [19] translated by the authors). In the
above-mentioned definition, three main aspects emerge:

• The required inputs from the second step: generic models and associated functions of interest.
• The goal of the 3rd step: to transpose technical problems and their environments to biology.
• The form of the 3rd step’s outputs: requests to be used as bridges between the abstracted model

and the biological solutions.

However, in practice, this theoretical ground can be overtaken by the tools used for the 4th step.
For example, if a team usually performs the 4th step with IDEA-INSPIRE than they will use the
SAPPhIRE formalization during the 2nd and 3rd step, those who use AskNature will design requests
based on the Biomimicry Taxonomy framework, etc.

A fundamental shift then emerges. The goal of the 3rd step doesn’t appear as the “transposition of
the problem and its environment to biology” but as the formalization of problems into a format fitting
the requirement of the 4th step’s tools. The notion of biology fades away as practitioners struggle
to apprehend the biological world and so rely on tools made by and for engineers (Section 1.2.3).
Even with thesaurus and translation tools, this transposition step may shift from reflected decisions
made thanks to a change of conceptual and cognitive framework, to the direct consequences of
semantics association made through the tools.

As a result, we argue that this theoretical drift between the initial goal and the practical
implementation may represent a key lever to consider. One reason behind this drift, might be
the concept of transposition that isn’t unambiguous and applicable by itself. Whereas some will hear
translate, others will hear apply or adapt, and most people may have trouble performing the action
even if they understand its sense. As an example, the Cambridge Dictionary defines transposition as
“the act or process of changing something from one position to another, or of exchanging the positions
of two things”. Applying this definition in the context of transposition to biology isn’t an easy task.
Consequently, practitioners interpret this step without a real coherence regarding the initial goal of the
3rd step, but rather with the obvious need of fitting the 4th step’s requirements.

The second reason that may explain this drift derived from the first. Since transposition, as
well as biological concepts, aren’t clear for design teams, practitioners may fall back on their design
habits, leading to a bias of fixation effect on the traditional engineering process. Hence, requests
are formalized to represent functional requirements through a mix of biological, “biologized” and
engineering concepts, while keeping an engineering standpoint. Practitioners lack knowledge and
skills regarding biology and so the door on the biological world often remains closed.
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3.1.2. Prescriptive Step: Ecology and Solution Spaces

More than only an interface between engineering and biology, the goal of this 3rd step is to define,
within biology, the scope of the search occurring during the 4th step. Thus, the 3rd step’s goal is to
perform an analogical reasoning based on problems not directly on solutions, in the words of Fu,
to generate “innovative design problem formulation” [72].

As a result, we propose to rename the 3rd step “project problems into biology to identify solution
spaces”. If various other studies have proposed semantics to represent this step, like “reframe”,
“biologize” the problem [49] or “problem definition phase” [13], this new reformulation clarifies the
activity to perform, “project problems”, but also specifies the scientific field to reach, “biology”, and the
expected output, “solution spaces”.

Facing this new definition, the underlying cognitive process can also be better understood.
The 3rd step is thus performed through the projection of abstracted problems into biology to identified
biological embodiments of the abstracted problems. These embodiments are then mapping problem
spaces within biology. Thus, in those spaces, biological organisms are facing problems analogous to
the ones faced in our technical model. Taking the side of these organisms, problem spaces represent
solution spaces. The choice of using the concept of solution space over problem space is to focus on
the idea that those spaces are encompassing numerous, sometimes highly diverse, solutions for a
given combination of problems. The 4th step will then lead biomimetic teams to search and identify
models within these solution spaces. Solution spaces thus form a map delimiting the scopes of high
potentialities from those that may be less relevant.

Along with this conceptual formalization, it also appears crucial for solution spaces to be
characterized through specific criteria (= keywords) along with their associated conceptual network.
These criteria will then allow design teams to find pathways (= requests) and to manipulate solution
spaces to identify the biological models they contained. The interest of this formalization is that it
should be perfectly compatible with the current approaches while also allowing the team to switch
toward a more biological standpoint.

In current practices, biomimetic practitioners are used to focus on functions, and so solution
spaces appear functional (FSS). Functional problems are abstracted and projected to identify a space
gathering biological models that perform a given function. Spaces are then characterized through
functional keywords as described in the state of the art.

In biology, the space containing a given organism, and so all biological models it might involve,
is called its environment. As presented in the state of the art, considering the environment for the
generation of keywords is supported in the literature (Section 1.2.4), but again, from an engineering
perspective, as a new tool to increase engineers’ ability to reach biology. In the case where a
biomimetician is integrated in the team, biological tools, reasoning, and concepts may potentially
be directly used as engines of resolution. Taking a biological standpoint, the field studying the
“interactions among living things and their environment” is called ecology [73].

In ecology, ecosystem represents the association above described between a biotope (non-living
elements like climatic context, soil chemistry, etc.), a biocenosis also called an ecological community
(network of living beings associated with a biotope), and their interactions [74]. In order to underline
the interest of these concepts in biomimetics, this sub-section presents, at an overall scale, the link
between ecology and the biological evolutionary process.

The evolutionary process, engine of the emergence of biological solving strategies, is somewhat
reminiscent of the double diamond process describing the design process of innovation [75]. For a given
population, divergent phases lead to an increase of the genetic diversity, through various mechanisms
such as independent assortment during sexual reproduction, crossing-over during meiosis or genetic
mutation in germ cells, and convergent phases lead to the selection of organisms having specific genetic
sequences. Over time, the proportion of the genetic material in the population evolves, leading to
the adaptation of the population. It must be clearly underlined that, where organisms are selected,
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they however do not adapt in a genetic, evolutionary sense, only populations adapt in a dynamic way,
as the resultant of numerous organisms’ selection.

Multiple blind mechanisms (not oriented by choices or will of any kind) explain this selection
step. One of them, known as natural selection, is further developed in this section leaving aside other
mechanisms such as genetic drift, population bottleneck, etc. This section only presented the overall
mechanism of this complex biological phenomenon. Thus, for more information about evolutionary
processes we refer the reader to the literature [76].

The main engine of natural selection is called evolutionary pressure and depends on factors
impacting the ability of organisms to produce offspring. These factors can be biotic (have a biological
source) or abiotic (have a non-biological source) and can have an impact on various parameter such as
the organism’s ability to mate (selection of sexual traits for example), its fertility (the organism mates
but doesn’t produce any offspring) or its ability to survive (limiting the time during which it will be
able to reproduce) [77]. In the context of our study, we will focus on the last aspect, survival, to link
evolution and adaptation to environmental constraints.

Overall, the chance of survival of an organism depends on the adequacy between its traits and its
environment. This adequacy is referred to as fitness in biology [77]. To illustrate this process, let’s
consider a fishing net as part of an environment. The organisms which size (selected trait) is bigger
than the size of the mesh (environmental constraints) will be eliminated, and so can’t reproduce with
other organisms remaining in the environment. On the contrary, organisms that are smaller than the
mesh of the net aren’t sensitive to this environmental constraint and so survive and can have offspring.
Environmental constraints combined with specifically inadequate traits thus lead a given organisms
to their death, preventing them to reproduce and so to pass on their genes. Hence, in a rather stable
environment, the fitness of the organisms composing the population increases through generations.
This phenomenon, also known as the “survival of the fittest”, is one of the main mechanisms of natural
selection [77].

This example illustrates the selection process through a single environmental constraint, the size
of the mesh. Based on such a constraint, some traits are strongly selected, leaving little room for
variability (like the size of the organism in our example), others are moderately selected (like the
species of organisms in our example), and others aren’t correlated with a change in the survival ability,
leading to a stable diversity (for example the various color patterns of fishes in our example).

However, it must be underlined that in nature, this mechanism simultaneously involves numerous
constraints coming from both the biotope (abiotic constraints like temperature, humidity, mesh size of
a net, etc.) and the biocenosis (biotic constraints like predation, sexual traits, etc.) of the ecosystems.
For example, where we pointed out that color patterns aren’t a trait selected by a fishing net, it can
be strongly selected as a sexual trait (impacting the mating probabilities) and so still lead to specific
evolutionary paths. Moreover, since organisms live in a constraining environment, evolution has limits
and selection thus appears to deeply rely on balance, explaining the approach based on trade-offs
supported by Vincent [43]. This notion is crucial to understand, as stated by Yen, that evolution is a
process towards “a good solution, as opposed to the best solution” as the result of “multiple, sometimes
conflicting, demands or constraints” [63].

Based on the biological processes above mentioned, the development of a biological model of
interest ultimately rely on environmental constraints of interest. However, in current biomimetic
practices technical problems are mainly formulated with abstracted functions for the product to perform
(see Section 1.2.2). While searching for biological models, practitioners then generate the following
generic request: “Which organisms perform + a function?” leading them to identify functional
solution spaces (FSS). The question that emerges is then: how to project abstracted technical problem
(outputs of the 2nd step) into environmental spaces encompassing adapted biological organisms?

So far, articles of the literature that consider these environmental spaces to search, compare or
select biological models approach environment as a new parameter to consider, without explaining
how these spaces are determined from the design problem. Thus, when ESS are easy to determine,
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design teams might instinctively use ESS as presented in Yen or Kennedy’s studies (see Section 1.2.3).
For example, if a team wonders “which biological entities perform the extraction of oxygen from water?”
or “which biological entities resist high temperature?”, an aquatic habitat and a high temperature
environment (deserts, submarine volcanos, hot water springs, etc.) respectively appear as clear ESS.

However, in other cases, ESS aren’t easily deductible and biomimetic teams then lack a systematic
approach to project design problems to identify ESS. As an example, if practitioners wonder “which
biological entities manage mechanical wear?” or “which biological entities optimize space/material?”
ESS are less intuitive and might then be completely ignored during the search phase. Thus, we designed
various guidelines in order to guide biomimeticians during the projection into biology.

Firstly, they have to realize that, from a biological perspective, a functional formulation focuses on
solutions, not on problems [43]. For example, the extraction of oxygen from water is a solution to the
problem of living under severe lack of oxygen because of an aquatic habitat. Consequently, extracting
oxygen from water isn’t the only solution to this problem. Indeed, some evolutionary paths led
organisms to deal with this constraint by periodically surfacing in order to breathe, like dolphins.
Therefore, by focusing on the formulation of problems from the point of view of a living being,
a cognitive shift can occur. A biomimetician may wonder “under which constraints does the extraction
of oxygen from the environment become a strongly selected trait?” and so “what would be the
problems leading to a biological adaptation towards oxygen extraction?”. Various characteristics
defining solution spaces can then be identified. Among those, the oxygen concentration in the
environment can be scarce, like in high altitude or in the soil, but oxygen can also be dissolved in a
medium and so hardly accessible.

Thus, biomimetician should be able to identify environmental constraints for most design problem,
resulting in a switch from functional paths to ecological paths of projection, “Which organisms
(+ perform a function) + to deal with given environmental constraints?”.

Secondly, based on ESS, design teams should then be able to consider and combine both types of
reasoning (functional and ecological) and so to increase the team’s ability to face the findability issue.
As a result, a study targeting the decontaminate on of polluted water (abstracted into high concentrated
fluid) in deep-sea facilities (abstracted into a parameter of high pressure) can reach biology through
the projection into functional solution space “how does nature filter liquid?”, ecological solution space
“which biological organisms survive in a high pressure, high concentrated fluid?” or a solution space
combining these approaches, i.e., “which biological organisms filter high pressure, high concentrated
fluids?”. Once a ESS is identified, previously published articles also offer guidelines to identified
alternative ESS [10,50], such as spaces that represent reverse constraints and spaces that are only
presenting one constraint pushed to an extreme (see Section 1.2.3).

Finally, more than only determining ESS, our work aims at considering ESS as inputs for
biological tools and reasonings to be used by biomimeticians. To do so, ESS must match existing
biological approaches. Various biological concepts can be used as ESS from an ecological standpoint.
Depending on the studied environmental constraints, several classifications, such as the Köppen–Geiger
classification [78] or the Holdridge life zones [79], have been designed to divide the earth into ecological
spaces. Regardless of the chosen classification, the ideas developed below will apply.

In this article, one classification is taken as reference: the Olson classification better known under
the name of WWF classification [80]. It has been chosen because it is known to be based not only on
climatic parameters but also on parameters originating from biogeography. Biogeography is defined as
“the study of the geographic distribution of plants and animals. It is concerned not only with habitation
patterns but also with the factors responsible for variations in distribution.” [81].

Depending on the considered scale, this classification splits the earth into 20 ecozones
(eight terrestrial and 12 marine), 28 biomes (14 terrestrial, seven marine and seven freshwater),
and 1525 ecoregions (867 terrestrial, 232 marine and 426 freshwater). These various ecological concepts
are defined as follows:

• Ecozones, “represent unique faunas and floras of different continents or ocean basins” [82].
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• Biomes are described as “different areas of the world that share similar environmental conditions,
habitat structure and patterns of biological complexity (e.g., beta diversity) and that contain
communities with similar guild structures and species adaptation” [80].

• A terrestrial ecoregion is defined as “relatively large units of land containing a distinct assemblage
of natural communities and species, with boundaries that approximate the original extent of
natural communities prior to major land-use change.” [80].

To illustrate these concepts, the example of the Australasian ecozone is taken (Figure 3).
This ecozone is composed of 10 biomes (Figure 3) and 82 ecoregions (not represented on the figure),
among which the Australian “Kimberly tropical savanna” can be identified as an example.
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Figure 3. Map of the Australasian ecozone and biomes. Each color represents a biome of the
Ecozone: (1) Tropical and subtropical moist broadleaf forests, (2) Tropical and subtropical dry broadleaf
forests, (3) Temperate broadleaf and mixed forests, (4) Tropical and subtropical grasslands, savannas,
and shrublands, (5) Temperate grasslands, savannas, and shrublands, (6) Montane grasslands and
shrublands, (7) Tundra, (8) Mediterranean forests, woodlands, and shrub, (9) Deserts and xeric
shrublands, (10) Mangrove. From [83].

Facing the definition of the ecological concepts above mentioned, it appears that ecozones
are deeply linked with the historical evolution of geographically separated areas (mainly from
the super-continent Gondwana dispersion) and ecoregions are intrinsically linked with a
geographic component.

During this step of ESS identification, focusing on geographic boundaries or geological movements
doesn’t seem to be particularly relevant. Thus, biomes are prescribed as an adequate level to perform a
first association between environmental constraints and ESS. The interest of focusing on biomes is that
they precisely synthesize the interaction between the environmental constraints and the associated
species, which is the core of our strategy.

Moreover, since a given biotope can be associated with different biocenoses depending on the
geographic location, considering an iterative phase of divergence based on geographic parameters can
allow biomimetician to potentially access more specific ESS. Thus, where geographic areas appeared as
a bias in the initial phase, using the ecological concept of biome as an initial step leads biomimetician to
access the list of all the geographic areas presenting the association of biocenosis with a given biotope
of interest: ecoregion.

For example, the biome “deserts and xeric shrublands” corresponds to 99 ecoregions around the
globe (Figure 4).
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In this context, ESS are defined as the final environmental space chosen by the team to perform
the search of biological models. Depending on the project, the resources or the expertise of the team,
biomes, ecoregion, or even highly specific ecosystems can be considered as ESS.

3.2. Findability and the Identification of Biological Models of Interest

The 4th step of the biomimetic process is an exploration step aiming at searching for biological
solutions to solve given abstracted problems. However, as previously presented, the 3rd step can
lead to various type of output. Either the process is performed following the approach proposed
in Section 3.1.2. leading to FSS or ESS, or the team doesn’t, and the inputs of the 4th step are only
FSS, formalized as adequate requests for their various search tools. Either way, the idea is to keep on
formalizing the biomimetician’s specific contributions.

3.2.1. First Descriptive Step: Concepts Associated with the 4th Step

As it was the case for the 3rd step, the terminology can also appear quite ambiguous during the
4th step. Therefore, this section presents existing concept in phylogenetics and defines a few new
concepts specific to biomimetics that will be used in the rest of the article.

As previously presented, organisms aren’t only linked by their abiotic constraints,
and inter-organism relationships can also be a way to extend the search. We won’t deal with
ecological relationships, even if we deeply encourage practitioners to consider it, since we already
made our case on the interest of integrating ecology as a biological field of interest.

This section then rather focuses on another biological field, the study of the ancestral relatedness
of groups of organisms, whether alive or extinct [85]: phylogenetics. Its main biological objectives and
concepts are thus quickly presented before one of its potential application in biomimetics is detailed.

In biology, the concept of phylogenetics refers to the study of species’ evolution and leads to
their classification (taxonomy). Species evolutionary relationships are then represented through
phylogenetic trees (Figure 5).
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Figure 5. Example of a simplified phylogenetic tree of vertebrate. Adapted from Yamamoto 2017 [86].

Before modern advances in genetics, classifications were mainly based on morphological or
ecological traits. For example, the phylum Mollusca gathers soft (morphological trait) marine
(ecological trait) invertebrate (morphological trait) organisms called mollusks. The advent of genetics
led to an unmatched level of precision, allowing classifications not only based on given morphological
or environmental traits, but on species’ genome.

For biomimetician to extract and manipulate information made available in those trees, the concepts
of mono, para and polyphyletic groups are illustrated (Figure 6) and their definitions are presented.
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A monophyletic group is a cluster of species composed of a common ancestor and all its
descendants, regardless of the evolutionary paths they followed past their common ancestor.
The taxa composing a monophyletic group share synapomorphy, which are traits derived from
their common ancestor.

A paraphyletic group is a cluster of species composed of a common ancestor and some of its
descendants sharing common traits called a plesiomorphy. For example, if we study an ancestral trait
A which was lost by some descendants, then the common ancestor and all its descendants still bearing
the trait A will form a paraphyletic group with respect to those which have lost the trait. As a result,
various paraphyletic groups can be defined within a monophyletic one, depending on the considered
trait. The emergence, modification or loss of traits then represent the source of paraphyletic groups.

A polyphyletic group is a cluster of species which doesn’t share an immediate common ancestor.
If these taxa share similitude of traits that don’t originate from a common ancestor, then these similarities
are called homoplasies, or analogies if those traits are functions. They result from an independent
evolutionary path: the convergent evolution process. For example, a bird and a butterfly both have
wings leading to the function of flight, but their common ancestor doesn’t have wings and so both taxa
have independently developed wings during their respective evolutionary process.
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From a biomimetic standpoint, the 4th step is called identification of biological models, but the term
model, even if it appears to refer to its analogical sense in the context of biomimetics, doesn’t specify
by itself its biological nature.

To prevent any misunderstanding biological models are defined in this article as the specific
biological construct that allows a given problem to be solved. For example, the lotus’ leaf surface
represents a biological model. It protects the plant from bacterial and fungus and maintains its ability
to harvest sunlight through super-hydrophobicity and self-cleaning properties.

In this context, we also defined the concept of a biological carrier as an organism carrying all or
part of a biological model. In this context, organisms can appear as intermediate solutions.

In some cases, the biological carrier presents the whole biological model. For example, any desert
organisms have a biological model for extreme heat resistance, but organisms only represent a first
step towards the identification of these solutions.

In other cases, the biological carrier presents only part the biological model. The biological model
is thus composed of a network of organisms and again identifying one organism appear as a first step
towards the identification of the solutions.

Finally, a biological carrier can also be an equivalent to a biological model. For example, if the
biological strategy appears to be of behavioral nature.

Based on these various concepts, the next sub-section presents the impact of phylogenetics on the
4th step of the biomimetic process.

3.2.2. Prescriptive Step: From Solution Spaces to Biological Models

During the 4th step of the process, current tools face the impediment presented in the state of the
art (Section 1.2.3). We propose other approaches through first the identification of biological carriers
before identifying biological models in a second time. Thanks to biology-centered knowledge and
know-how, a design team should then be able to complement the use of current tools and uncover
whole new paths for models’ identification.

From an Ecological standpoint, numerous biodiversity databases are specialized in gathering
the various species present in specific geographic areas. These databases can focus on specific taxon,
like Avibase on birds [87], or specific region, like the biodiversity database of the Scientific Committee
on Antarctic Research [88], or gather a wide range of species distributed worldwide like the database
designed by the GBIF, Global Biodiversity Information Facility [89].Various functionalities, such as
the interactive map on the GBIF database (gathering 6,586,578 species on the 29.02.20), can then allow
biomimetician to identify biological carriers from ESS.

Phylogenetic tools then offer a way to use biological data as raw material in order to find
more biological data through a cascading effect. Thus, from a single species identified using classic
biomimetic tool, like existing databases, phylogenetic tool may lead to the identification of related
groups of species. Indeed, a phylogenic tree presenting enough information may allow biomimetician
to track the emergence of a trait of interest back to its source, i.e., a common ancestor, and identify its
associated descendants.

As a result, taxa composing this group are susceptible to possess the trait of interest. Within this
group, some species may have evolved, and the trait of interest may have mutated or even disappeared.
Through their variability, these groups should present various versions of the original trait but adapted
to different contexts. Even species which have lost the trait can be of interest since we can wonder
why the trait disappeared and if it has been replaced by another structure, then representing another
resolution strategy. Depending on the studied taxonomic level, the search will reveal close solutions
as a result of shared evolutionary history (search focusing on close taxonomic groups such as shared
genus) or different biological models with different solutions (search focusing on higher taxonomic
level such as shared order) [63].

The use of biological tools and reasoning based on organisms then offers new ways of performing
the 4th step of the process. It aims at allowing teams to reach a second phase of search amplification,



Biomimetics 2020, 5, 62 16 of 26

exploiting biological data with biological tools to generate a new set of biological keywords and
requests through an iterative method. Relevant keywords are selected and further deepen (divergence),
where irrelevant keywords are dropped (convergence). Functional, ecological and phylogenetic
solution spaces (gathering taxonomic groups of interest) can then be studied separately or combined
to cross-reference the information and refine the search leading to multiple inferences as advised by
Linsey [90] to increase the team’s ability to find analogical solutions.

Thus, an initial FSS can lead to the identification of a first biological carrier A and associated
model A. Based on ecological or phylogenetic biological reasoning, along with identified biological
scientific papers, the ecosystems related to the biological carrier A, and its phylogenetic classification
can be determined, leading biomimetic teams to perform an iteration based on those newly identified
solution spaces. Since solution spaces are characterized by keywords, this new approach also appears
to be compatible with most pre-existing tools based on keywords. Through the information gathered
during the generation of solution spaces, iterations allow a biological contextualization of the reasoning
and search. The search scope should be amplified and better defined at each iteration (Figure 7).
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To illustrate this approach, we will consider the example of a design team searching for
biological models targeting heat protection, having already identified a first organism of interest Atta
vollenweideri through a functional request (FSS 1: Protect from temperature) in AskNature. This initial
search led the team to consider the regulation of nest’s temperature through ventilation on the
database page (https://asknature.org/strategy/turrets-ventilate-nest/). Considering Atta vollenweideri
phylogenetic classification, the team can study high taxonomic groups like the Hymenoptera order,
intermediary related groups like the Vespidae super-family (sharing the same infra-order) or closely
related groups like the Myrmicinae sub-family, (https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/
wwwtax.cgi?mode=Info&id=592326). Based on the functional keywords associated with the initial
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organism (FSS 1.1: ventilation) and phylogenetic keywords, a new iteration of the search can
be performed, this time on broader search engine like google scholar: “(Nest) Ventilation” AND
“Myrmicinae” OR “Vespidae” OR “Hymenoptera”. In order to limit the search, we will only consider
“easy identification” that we will characterize as the articles on the first page of results and having
keywords related to the request in their title:

• When focusing on Myrmicinae, the search leads to studies on the genus Atta, and brings
further information on these species’ ability to ventilate their nest based on the latest research
findings [91,92] and associated studies of reference [93,94], as along as alternative solution by other
species of the same genus, such as nest relocation under canopee coverage by Atta Sexdens [95].
These articles may also lead biomimetic team to identify other taxonomic groups sharing the same
FSS, like the genus Acromyrmex [92] which is also part of the Myrmicinae sub-family or Macrotermes,
in a genus of termites, part of a much higher taxonomic group, the Neoptera infra-class. As a result
of their greater taxonomic distance, species of these groups, such as Acromyrex heyeri or Macrotermes
belicosus, have developed different solution to the problem of thermal regulation: the adaptation
of the nest’s thatch thickness and porosity [96].

• When focusing on Vespidae, the search led to no direct solutions.
• When focusing on Hymenoptera, the search leads to the identification of an additional

article of interest [97]. Interestingly, it appears after a deeper analysis of the article that the
keyword “ventilation” is link to the respiratory system and not directly with thermal regulation.
However, along the article several ESS are detected (like the Mojave Desert or the Saharan desert)
as part of the biome “Deserts and xeric shrublands” and associated with various species such as
Messor pergandei or Cataglyphis bicolor. Article specifically studying these species are also identified,
leading to the identification of a new model such as discontinuous ventilation cycles (DVC) to
reduce water loss in Cataglyphis bicolor [98].

At the end of this iteration, new organisms have been identified, Acromyrex heyeri, Macrotermes
belicosus, Messor pergandei, Cataglyphis bicolor, and their associated biological models underlined.
Based on these results, the team can generate new PSS through the same phylogenetic tool, such as
Neoptera, Macrotermes, Messor, Cataglyphis, etc. Associated with the divergence of PSS, the results also
lead to a divergence in FSS, like with the identification of the keyword “thermoregulation” (FSS 1.2),
and the identification of the ESS “deserts and xeric shrublands”. Altogether, these newly determined
PSS, FSS and ESS will lead the team to generate alternative request and further increase the number of
identified biological organisms and models during the next iteration.

Moreover, an PSS that appears unfruitful during one iteration, like “(nest) ventilation”
AND “Vespidae” in the example, can become of interest associated with newly determined FSS.
Thus, “thermoregulation” AND “Vespidae” leads to numerous models of interest, such as (8) a multiple
layer nest or the use of external cavity as thermic protection, or (9) the transfer of heat to the nest by
body conduction following thermal gradient [99].

Through such iterative reasoning, various types of carriers may be identified. We define these
carriers as follow:

• Biological carriers of reference are organisms which, by themselves, represent biological models
directly usable by the team. We suggest four cases that can lead to a biological carrier of reference.
Organisms may (1) have already been used in previous biomimetic projects or described in
biomimetic articles, (2) have been studied from an interdisciplinary standpoint, more specifically,
when chemical, physical or mathematical studies have been performed on biological models,
(3) have been extensively studied from a biological standpoint, as model organisms (Mus musculus,
Drosophila melanogaster, Escherichia coli, etc.), as key organisms for a given field of application
(Homo sapiens for medicine, Bos taurus for agriculture, etc.), as subjects of biological studies
specifically focusing on the model of interest, or (4) be particularly well known by a teammate who
then ensures the explanation of the associated biological model. Carriers of reference correspond
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to the final step toward the identification of biological models. Existing databases mostly gather
biological carriers of reference, leading them to be the best known by the overall community.
Based on the example previously presented, Atta vollenweideri and Macrotermes belicosus can be
considered as carriers of reference because of (1) and (3) [99,100].

• Intermediary carriers are often firstly considered as potential carriers of reference before a lack of
studies, a lack of resources or their inadequacy with the project requirement, make their associated
models too hard to extract or irrelevant. Nevertheless, through literature search and functional,
ecological, or phylogenetical tools, these carriers may be used as keywords to identify and better
characterize solution spaces. Where biological carriers of reference can be used as intermediary
carriers, the reverse is not true. Based on the example previously presented, Cataglyphis bicolor can
be considered as an intermediary carrier as it can lead to the identification of other, better-studied,
carriers, such as Cataglyphis bombycina [101].

• Carriers of diversification carry alternative versions of the biological models described in the
carriers of reference. They might be less studied, farther from the technical context and so
potentially harder to transfer, but they represent the biological diversity surrounding the model.
Contrarily to intermediary carriers, their models are at least partly extracted, increasing the
variability of a given biological model of interest. Based on the example previously presented,
some representants of the Atta genus, such as Atta sexdens, can be considered as carriers of
diversification with respect to Atta vollenweideri.

The definition of those three categories (Table 2) should help design teams during the 4th step by
giving them the ability to classify the various types of concepts they face and help them prepare the
5th step by avoiding the confusion of the carriers’ types.

Table 2. Type of carriers and characteristics

Type of Carriers Amount of Data Use during the Process Input for

Intermediary Low Identify solution spaces Step 4

Reference High Extract biological models of
reference Step 4 & 5

Diversification Intermediate Supplement the models of
reference Step 4 & 5

Facing the concepts described in this section, it must be underlined that the type of a given carrier
can evolve depending on scientific progress and on the team’s skills or experience. As previously
explained, these biological carriers are only intermediary answers. Once they are identified,
the associated biological models need to be extracted from them. This extraction then relies on
the biomimetician’s skills and the existence of scientific studies on the given biological carrier.

Where direct search for biological models was underlined as a difficulty in the state of the art,
we support that the search for biological information targeting a given biological species in the scientific
literature should be easier. Considering biological carriers as intermediary solution may also make
easier the identification of researchers in biology which appear to be rather more specialized on given
organisms than on biological models.

Moreover, since the source of information is represented by published biological articles,
the amount of available biological models will evolve simultaneously with the biological fundamental
research which represent one undeniable asset for the approach.

Such an amount of information then leads us to consider the precision and relevance parameters.
The state of the art underlined that the difficulty of the 4th step isn’t only the limited amount of available
information but also the relevance of the gathered information. The tools and approaches described in
this article allow practitioners to characterize new solution spaces, supporting cross-referenced search
and selection steps between a biological perspective and existing functional approaches.
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On that aspect, existing studies, such as the work of Badarnah et al. [47] underlined in the state of
the art, present a great framework to use. Increasing the amount of biological information to consider
in pinnacles’ comparison matrix for example can be a way to approach the selection step.

More evaluations targeting biomimetic teams are being carried out to refine the method and
identify additional good practices to consider. The main experimental difficulty so far is that
biomimeticians don’t exist yet, and as a result we cannot fully evaluate the impact of such reasoning
requiring knowledge and know-how in biology. On the other hand, through a retroactive reasoning,
any advancements in the determination of the theoretical framework describing potential biological
knowledge and know-how of interest leads us to better characterize the biomimetician.

3.3. Impact on Biomimetician’s Definition and Training

Facing biomimetics impediments identified in the state of the art, we argue for the integration
of biological expertise in biomimetic design teams through a new profile that we referred to as the
biomimetician in this article. However, such an integration appears possible only if some requirements
are met. Without even considering the legitimacy of integrating biological expertise, that has been
supported by various articles [7,8], a few questions emerged from the state of the art:

• Who are biomimeticians?
• How are they going to be integrated within biomimetic teams?
• What to expect from them?
• How are they going to meet these expectations and so what is their knowledge and know-how?

Facing the fact that those profiles are new, it is logical that engineering design studies only start to
look at what it would mean to include this profile in terms of opportunities.

To that end, it appears that the more biological fields and tools are judged relevant for the practice
of biomimetics, the better biomimeticians will be defined. In this context, this research article supports
the characterization of biomimeticians by identifying two biological fields, ecology and phylogenetics,
that appear relevant for the practice of biomimetics. More specifically, some concepts and tools have
been presented as knowledge and know-how for biomimeticians to acquire and deepen during their
academic education.

About their roles during the practice of biomimetic, this article described new ways of performing
the 3rd and 4th steps of the biomimetic process, with the aim of making biomimeticians’ potential
contributions as complementary as possible with the pre-existing teams’ practice. We argue that only a
collaborative and interdisciplinary work will allow biomimetics to reach its full potential.

The formalization of biomimetician know-how and knowledge represents a true scientific
challenge as biology encompasses numerous specific fields and communities. Figure 8 then models
the contribution of this article on the definition of the biomimetician (Figure 8).
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This work then only opens the door on the research axis representing the establishment of
biomimeticians. Moreover, where this article focuses on their skills originating from biology,
other studies will be needed to deal with biomimeticians’ skills originating from engineering or
design sciences.

4. Discussion

The objective of this article is to initiate the integration of biological fields within biomimetics
and the proper definition of biomimeticians. In this context, our findings aren’t final but represent
one step towards the establishment of this new transdisciplinary stakeholder to be integrated into
biomimetic teams.

To implement biological fields and practices, we narrowed down the study to the first two
“biology-centered” steps of the biomimetic process, the projection of the faced problems into biology to
identify solution spaces (step 3), and the search and identification of biological strategies (step 4).

First, by studying the conceptual aspects surrounding those biology-related steps we identified
two fields of interest: ecology and phylogenetics. Those theoretical bridges offer a first set of biological
tools to be used during the practice of biomimetics (problems projection, identification of environmental
constraints, use of biomes and ecoregions, GBIF database, generation of relevant keywords, etc.).
Figure 9 summarizes the various conceptual bridges exposed in this article (Figure 9).
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Based on this exploratory work, various limitations on the use of reasonings and tools from
ecology and phylogenetics must be underlined and can be associated with perspectives:

• We mainly studied abiotic environmental constraints (constraints that are not due to living beings),
living aside ecological approaches investigating the interactions between biological systems
(parasites and hosts, predators and preys, mutualistic symbiosis, etc.) which can also represent
relevant identification pathways to explore.

• We assumed that biological data is always available in the literature, which isn’t the case.
Biological classifications present species regardless of the amount of research performed after they
were discovered. This potential lack of information appears as a strong impediment to anticipate.
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Tools that allow an initial screening of biological organisms based on their associated research
effort could be a first step in addressing the problem.

• Since modern phylogenetic trees are mostly based on genetic distance without mentioning the
implication on functional traits, new tools combining functional and ecological/phylogenetic
classifications should represent a real step forward in their adaptation to biomimetic practices.

• One can argue that using taxonomic tools confines the search for models within a restricted
branch of the tree of life. However, as they can bridge species based on their similarity of
traits, and so on convergent evolution, polyphyletic groups should allow to expand solution
spaces. Once a new species is identified, new mono or paraphyletic groups from other branches
can then be described, expanding the searching area. Therefore, tools gathering studies on
convergent evolution cross-referenced with functional, ecological, and phylogenetic criteria may
be highly valuable.

• Tools from biology, whether they are ecological or phylogenetic tools, aren’t designed to be used
in biomimetics. Hence, they aren’t optimized or ergonomics when used as biomimetic tools.
A new generation of tools adapting those tools from biology to biomimetic practices should be of
great interest.

In this article, we focused on two biological fields of interest because they appear easily
understandable and highly relevant, but numerous other biological fields remain to be explored.
These potential new strategies diverge from classic ones since they are conducted by team members
trained in biology, using biological knowledge and know-how. To echo the ambiguous “biological
tools” identified in the state of the art, the tools and concepts presented in these articles are truly
biological since they are used daily by a part of the community of biologists.

So far, our study focused on the 3rd and 4th step of the biomimetic design process as they are the
first to be linked with biology, but this logic of integration should be generalized. Considering biological
fields and tools should lead us to take new types of inputs and outputs into account for the various
steps, like the ESS, PSS and FSS in this article. Doing so, the process may need to be adapted to be able
to properly integrate biological tools and practices.

Finally, in the absence of actual biomimeticians, our work remains mostly theoretical so far.
Some examples and demonstration have been used to illustrate and show the potentialities of such
reasoning, but these strategies need to be repeated numerous times on various subjects to be deepened
and further adapted. These research axes represent a tremendous amount of work, but we believe that
they also represent truly innovative and interdisciplinary ways of looking at the future of biomimetic
methodological research.

5. Conclusions

Facing the current impediments in biomimetic practices, various papers have been supporting
the integration within biomimetics design teams of an actor having a background in biology that we
named “biomimetician” in this article. In this context, we formulated the following research question:
what are biomimetician’s specific biological knowledge, know-how, and tools?

The hypothesis of this article was that phylogenetics and ecology could be part of biomimetician’s
skills. Thus, we formalized conceptual and practical bridges between biomimetic design teams’ needs
and these biological fields’ potential contributions. Then, we investigate their impacts on biomimetic
practices, processes, and biomimetician’s training.

This study also allowed us to underline several limitations of current biological approaches
in biomimetics. Hence, we preconized various research axes and guidelines to design a new
generation of tools and methods combining a biological standpoint while fitting biomimetic needs and
characterizing biomimetician.

The final objective of our work is the deep integration of biology during biomimetic practices in
order to overcome obstacles currently identified in the literature and support biomimetics’ spreading.
We defend the idea that such a transition will be promoted by getting out of the paradoxical situation
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where biomimetics is defined as an interdisciplinary approach but where biology is only considered
for its data. We argue that biomimetic practices should also be based on biological know-how.
Through the definition of biomimeticians, as transdisciplinary actors trained in biology and specialized
in biomimetics, we want to structure the integration of biological fields that can be identified relevant
for biomimetics.

In that respect, this article represents a first step towards this objective and initiate the identification
and operational integration of biological fields.

Author Contributions: Investigation and writing, E.G.; supervision, N.M. and A.A. All authors have read and
agreed to the published version of the manuscript.

Funding: This research received no external funding.

Acknowledgments: Special thanks to Kalina Raskin, Angeline Eymery and Kristina Wanieck for their insightful
feedback and advice.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Technical Committee: ISO/TC 266 Biomimetics. ISO/TC266 18458:2015: Biomimetics–Terminology, Concepts and
Methodology; ISO: Geneva, Switzerland, 2015; Available online: https://www.iso.org/standard/62500.html
(accessed on 17 November 2020).

2. Ahmed-Kristensen, S.; Christensen, B.T.; Lenau, T.A. Naturally original: Stimulating creative design through
biological analogies and Random images. In Proceedings of the International Design Conference, DESIGN,
Dubrovnik, Croatia, 19–22 May 2014; Volume 2014, pp. 427–436.

3. Lenau, T.A.; Pigosso, D.C.A.; McAloone, T.; Lakhtakia, A. Biologically inspired design for environment.
In Bioinspiration, Biomimetics, and Bioreplication X; International Society for Optics and Photonics: Bellingham,
WA, USA, 2020; Volume 11374, p. 13. [CrossRef]

4. Rovalo, E.; McCardle, J. Performance Based Abstraction of Biomimicry Design Principles using Prototyping.
Designs 2019, 3, 38. [CrossRef]

5. Fayemi, P.-E.; Wanieck, K.; Zollfrank, C.; Maranzana, N.; Aoussat, A. Biomimetics: Process, tools and practice.
Bioinspir. Biomim. 2017, 12, 11002. [CrossRef] [PubMed]

6. Kruiper, R.; Vincent, J.F.V.; Abraham, E.; Soar, R.; Konstas, I.; Chen-Burger, J.; Desmulliez, M. Towards a
Design Process for Computer-Aided Biomimetics. Biomimetics 2018, 3, 14. [CrossRef]

7. Snell-Rood, E. Interdisciplinarity: Bring biologists into biomimetics. Nature 2016, 529, 277–278. [CrossRef]
[PubMed]

8. Graeff, E.; Maranzana, N.; Aoussat, A. Biomimetics, where are the biologists? J. Eng. Des. 2019, 30, 289–310.
[CrossRef]

9. Hashemi Farzaneh, H. Bio-inspired design: The impact of collaboration between engineers and biologists on
analogical transfer and ideation. Res. Eng. Des. 2020, 1–24. [CrossRef]

10. Yen, J.; Helms, M.E.; Goel, A.K.; Tovey, C.; Weissburg, M. Adaptive Evolution of Teaching Practices in
Biologically Inspired Design. In Biologically Inspired Design; Springer: London, UK, 2014; pp. 153–199.

11. Full, R.J. Using Biological Inspiration to Build Artificial Life That Locomotes. In Evolutionary Robotics;
Gomi, T., Ed.; From Intelligent Robotics to Artificial Life. EvoRobots 2001. Lecture Notes in Computer
Science; Springer: Berlin/Heidelberg, Germany, 2001; Volume 2217. [CrossRef]

12. Lindemann, U.; Gramann, J. Engineering Design Using Biological Principles. In Proceedings of the
International Design Conference, DESIGN, Dubrovnik, Croatia, 19–22 May 2004; Volume 2014, pp. 355–360.

13. Lenau, T.A. Biomimetics as a design methodology—Possibilities and challenges. In Proceedings
of the International Conference on Engineering Design, Standford, CA, USA, 24–27 August 2009;
Volume 5, pp. 121–132.

14. Goel, A.K.; Vattam, S.; Wiltgen, B.; Helms, M. Information-Processing Theories of Biologically Inspired
Design. In Biologically Inspired Design; Springer: London, UK, 2014; pp. 127–152. ISBN 978-1-4471-5247-7.

15. Fayemi, P.-E.; Maranzana, N.; Aoussat, A.; Bersano, G. Bio-inspired design characterisation and its links with
problem solving tools. In Proceedings of the International Design Conference, DESIGN, Dubrovnik, Croatia,
19–22 May 2014; Volume 2014, pp. 173–182.

https://www.iso.org/standard/62500.html
http://dx.doi.org/10.1117/12.2558498
http://dx.doi.org/10.3390/designs3030038
http://dx.doi.org/10.1088/1748-3190/12/1/011002
http://www.ncbi.nlm.nih.gov/pubmed/28114108
http://dx.doi.org/10.3390/biomimetics3030014
http://dx.doi.org/10.1038/529277a
http://www.ncbi.nlm.nih.gov/pubmed/26791704
http://dx.doi.org/10.1080/09544828.2019.1642462
http://dx.doi.org/10.1007/s00163-020-00333-w
http://dx.doi.org/10.1007/3-540-45502-7_6


Biomimetics 2020, 5, 62 23 of 26

16. Wanieck, K.; Fayemi, P.-E.; Maranzana, N.; Zollfrank, C.; Jacobs, S.R. Biomimetics and its tools.
Bioinspir. Biomim. Nanobiomater. 2017, 6, 53–66. [CrossRef]

17. Chakrabarti, A.; Sarkar, P.; Leelavathamma, B.; Nataraju, B.S. A functional representation for aiding
biomimetic and artificial inspiration of new ideas. Artif. Intell. Eng. Des. Anal. Manuf. AIEDAM 2005,
19, 113–132. [CrossRef]

18. Nagel, J.K.S.; Nagel, R.L.; Stone, R.B.; McAdams, D.A. Function-based, biologically inspired concept
generation. Artif. Intell. Eng. Des. Anal. Manuf. AIEDAM 2010, 24, 521–535. [CrossRef]

19. Fayemi, P.-E. Innovation through Bio-Inspired Design: Suggestion of a Structuring Model for Biomimetic Process
and Methods; Arts et Métiers Institute of Technology Hesam University: Paris, France, 2016.

20. Ohno, T. Toyota Production System: Beyond Large-Scale Production, 1st ed.; Productivity Press: Cambridge, MA,
USA, 1978; Volume 1.

21. Altshuller, G.S. Creativity as an Exact Science: The Theory of the Solution of Inventive Problems; Gordon and
Breach Science Publishers: New York, NY, USA, 1984; ISBN 0677212305.

22. Hoagland, M.B.; Dodson, B. The Way Life Works, 1st ed.; Crown: New York, NY, USA, 1995;
ISBN 978-0-8129-2020-8.

23. Tinsley, A.; Midha, P.A.; Nagel, R.L.; McAdams, D.A.; Stone, R.B.; Shu, L.H. Exploring the use of functional
models as a foundation for biomimetic conceptual design. In Proceedings of the ASME 2007 International
Design Engineering Technical Conferences and Computers and Information in Engineering Conference,
Las Vegas, NV, USA, 4–7 September 2007; Volume 3 Pt A, pp. 1–15. [CrossRef]

24. Vincent, J.F.V.; Bogatyreva, O.A.; Bogatyrev, N.R.; Bowyer, A.; Pahl, A.K. Biomimetics: Its practice and theory.
J. R. Soc. Interface 2006, 3, 471–482. [CrossRef]

25. Vattam, S.S.; Goel, A.K. Seeking bioinspiration online: A descriptive account. In Proceedings of the
International Conference on Engineering Design, Seoul, Korea, 19–22 August 2013; Volume 7, pp. 347–356.

26. Wolff, J.O.; Wells, D.; Reid, C.R.; Blamires, S.J. Clarity of objectives and working principles enhances the
success of biomimetic programs. Bioinspir. Biomim. 2017, 12, 051001. [CrossRef] [PubMed]

27. Chirazi, J.; Wanieck, K.; Fayemi, P.-E.; Zollfrank, C.; Jacobs, S.R. What Do We Learn from Good Practices of
Biologically Inspired Design in Innovation? Appl. Sci. 2019, 9, 650. [CrossRef]

28. Biomimicry Institute AskNature—Innovation Inspired by Nature. Available online: https://asknature.org/

(accessed on 23 November 2018).
29. Vattam, S.S.; Wiltgen, B.; Helms, M.E.; Goel, A.K.; Yen, J. DANE: Fostering Creativity in and through

Biologically Inspired Design. In Design Creativity 2010; Springer: London, UK, 2011; pp. 115–122.
30. Sartori, J.; Pal, U.; Chakrabarti, A. A methodology for supporting “transfer” in biomimetic design.

Artif. Intell. Eng. Des. Anal. Manuf. AIEDAM 2010, 24, 483–505. [CrossRef]
31. Vattam, S.S.; Goel, A.K. Foraging for Inspiration: Understanding and Supporting the Online Information

Seeking Practices of Biologically Inspired Designers. In Proceedings of the ASME 2011 International Design
Engineering Technical Conferences and Computers and Information in Engineering Conference, Washington,
DC, USA, 28–31 August 2011; pp. 177–186. [CrossRef]

32. Vandevenne, D.; Verhaegen, P.-A.; Dewulf, S.; Duflou, J.R. SEABIRD: Scalable search for systematic biologically
inspired design. Artif. Intell. Eng. Des. Anal. Manuf. AIEDAM 2016, 30, 78–95. [CrossRef]

33. Shu, L.H. A natural-language approach to biomimetic design. Artif. Intell. Eng. Des. Anal. Manuf. AIEDAM
2010, 24, 507–519. [CrossRef]

34. Kruiper, R.; Vincent, J.F.V.; Chen-Burger, J.; Desmulliez, M.P.Y.; Konstas, I. A Scientific Information Extraction
Dataset for Nature Inspired Engineering. arXiv 2020, arXiv:2005.07753.

35. McInerney, S.; Khakipoor, B.; Garner, A.; Houette, T.; Unsworth, C.; Rupp, A.; Weiner, N.; Vincent, J.F.V.;
Nagel, J.K.S.; Niewiarowski, P. E2BMO: Facilitating User Interaction with a BioMimetic Ontology via
Semantic Translation and Interface Design. Designs 2018, 2, 53. [CrossRef]

36. Vincent, J.F.V.; Cavallucci, D. Development of an ontology of biomimetics based on altshuller’s matrix.
In International TRIZ Future Conference; IFIP Advances in Information and Communication Technology;
Springer: Cham, Switzerland, 2018; Volume 541, pp. 14–25.

37. Deldin, J.-M.; Schuknecht, M. The AskNature Database: Enabling Solutions in Biomimetic Design.
In Biologically Inspired Design; Springer: London, UK, 2014; pp. 17–27. ISBN 978-1-4471-5248-4.

38. Siddharth, L.; Chakrabarti, A. Evaluating the impact of Idea-Inspire 4.0 on analogical transfer of concepts.
Artif. Intell. Eng. Des. Anal. Manuf. AIEDAM 2018, 32, 431–448. [CrossRef]

http://dx.doi.org/10.1680/jbibn.16.00010
http://dx.doi.org/10.1017/S0890060405050109
http://dx.doi.org/10.1017/S0890060410000375
http://dx.doi.org/10.1115/DETC2007-35604
http://dx.doi.org/10.1098/rsif.2006.0127
http://dx.doi.org/10.1088/1748-3190/aa86ff
http://www.ncbi.nlm.nih.gov/pubmed/28820140
http://dx.doi.org/10.3390/app9040650
https://asknature.org/
http://dx.doi.org/10.1017/S0890060410000351
http://dx.doi.org/10.1115/DETC2011-48238
http://dx.doi.org/10.1017/S0890060415000177
http://dx.doi.org/10.1017/S0890060410000363
http://dx.doi.org/10.3390/designs2040053
http://dx.doi.org/10.1017/S0890060418000136


Biomimetics 2020, 5, 62 24 of 26

39. Chiu, I.; Shu, L.H. Biomimetic design through natural language analysis to facilitate cross-domain information
retrieval. Artif. Intell. Eng. Des. Anal. Manuf. 2007, 21, 45–59. [CrossRef]

40. Nagel, J.K.S. A Thesaurus for Bioinspired Engineering Design. In Biologically Inspired Design; Goel, A.,
McAdams, D., Stone, R., Eds.; Springer: London, UK, 2014; pp. 63–94. [CrossRef]

41. Stroble, J.K.; Stone, R.B.; McAdams, D.A.; Watkins, S.E. An Engineering-to-Biology Thesaurus To
Promote Better Collaboration, Creativity and Discovery. In Proceedings of the 19th CIRP Design
Conference–Competitive Design, Cranfield University, Bedford, UK, 30–31 March 2009; p. 355.

42. Bogatyrev, N.; Bogatyreva, O. TRIZ-based algorithm for Biomimetic design. Procedia Eng. 2015, 131, 377–387.
[CrossRef]

43. Vincent, J.F.V. The trade-off: A central concept for biomimetics. Bioinspir. Biomim. Nanobiomater. 2017,
6, 67–76. [CrossRef]

44. Kaiser, M.K.; Hashemi Farzaneh, H.; Lindemann, U. Bioscrabble—The role of different types of search terms
when searching for biological inspiration in biological research articles. In Proceedings of the International
Design Conference, DESIGN, Dubrovnik, Croatia, 19–22 May 2014; Volume 2014, pp. 241–250.

45. Helms, K.M.; Hashemi Farzaneh, H.; Lindemann, U. Creating bio-inspired solution ideas using biological
research articles. In Multidisciplinary Contributions to the Science of Creative Thinking; Springer: Singapore,
2015; pp. 215–232. ISBN 9789812876188.

46. Helms, M.; Goel, A.K. The Four-Box Method of Problem Specification and Analogy Evaluation in Biologically
Inspired Design. In Proceedings of the ASME 2014 International Design Engineering Technical Conferences
and Computers and Information in Engineering Conference (ASME), Buffalo, NY, USA, 17–20 August 2014.
[CrossRef]

47. Badarnah, L.; Kadri, U. A methodology for the generation of biomimetic design concepts. Archit. Sci. Rev.
2015, 58, 120–133. [CrossRef]

48. Kim, S.J.; Lee, J.H. A study on metadata structure and recommenders of biological systems to support
bio-inspired design. Eng. Appl. Artif. Intell. 2017, 57, 16–41. [CrossRef]

49. Helms, M.E.; Vattam, S.S.; Goel, A.K. Biologically inspired design: Process and products. Des. Stud. 2009,
30, 606–622. [CrossRef]

50. Kennedy, E.; Niewiarowski, P. Biomimicry: Do Frames of Inquiry Support Search and Identification of
Biological Models? Designs 2018, 2, 27. [CrossRef]

51. Fayemi, P.-E.; Maranzana, N.; Aoussat, A.; Chekchak, T.; Bersano, G. Modeling biological systems to facilitate
their selection during a bio-inspired design process. In Proceedings of the International Conference on
Engineering Design, ICED, Milan, Italy, 27–30 July 2015; Volume 2, pp. 225–234.

52. Bar-Cohen, Y. Biomimetics - Using nature to inspire human innovation. Bioinspir. Biomim. 2006, 1, P1–P12.
[CrossRef]

53. Vincent, J.F.V. Biomimetics—A review. Proc. Inst. Mech. Eng. Part H J. Eng. Med. 2009, 223, 919–939.
[CrossRef]

54. Fish, F.E.; Beneski, J.T. Evolution and Bio-Inspired Design: Natural Limitations. In Biologically Inspired Design;
Goel, A., McAdams, D., Stone, R., Eds.; Springer: London, UK, 2014; pp. 287–312. [CrossRef]

55. Gebeshuber, I.C.; Drack, M. An attempt to reveal synergies between biology and mechanical engineering.
Proc. Inst. Mech. Eng. Part C J. Mech. Eng. Sci. 2008, 222, 1281–1287. [CrossRef]

56. Drack, M.; Limpinsel, M.; De Bruyn, G.; Nebelsick, J.H.; Betz, O. Towards a theoretical clarification of
biomimetics using conceptual tools from engineering design. Bioinspir. Biomim. 2018, 13, 016007. [CrossRef]

57. Baumeister, D.; Tocke, R.; Dwyer, J.; Ritter, S.; Benyus, J. Biomimicry Resource Handbook: A Seed Bank of
Knowledge and Best Practices, 2013rd ed.; CreateSpace Independent Publishing Platform: Missoula, MT, USA,
2013; ISBN 978-1505634648.

58. McGregor, S.L.T. Transdisciplinarity and Biomimicry. Transdiscipl. J. Eng. Sci. 2013, 4. [CrossRef]
59. Dallwitz, M.J. A general system for coding taxonomic descriptions. Taxon 1980, 29, 41–46. [CrossRef]
60. Dallwitz, M.J.; Paine, T.A.; Zurcher, E.J. 1999 Onwards. User’s Guide to the DELTA Editor. Version: 22nd

August 2020. Available online: https://www.delta-intkey.com/www/uguide.htm (accessed on 24 July 2020).
61. Fauth, J.E.; Bernardo, J.; Camara, M.; Resetarits, W.J.; Van Buskirk, J.; McCollum, S.A. Simplifying the jargon

of community ecology: A conceptual approach. Am. Nat. 1996, 147, 282–286. [CrossRef]
62. Vincent, J.F.V. Smart by name, smart by nature. Smart Mater. Struct. 2000, 9, 255. [CrossRef]

http://dx.doi.org/10.1017/S0890060407070138
http://dx.doi.org/10.1007/978-1-4471-5248-4_4
http://dx.doi.org/10.1016/j.proeng.2015.12.417
http://dx.doi.org/10.1680/jbibn.16.00005
http://dx.doi.org/10.1115/DETC2014-35672
http://dx.doi.org/10.1080/00038628.2014.922458
http://dx.doi.org/10.1016/j.engappai.2016.10.003
http://dx.doi.org/10.1016/j.destud.2009.04.003
http://dx.doi.org/10.3390/designs2030027
http://dx.doi.org/10.1088/1748-3182/1/1/P01
http://dx.doi.org/10.1243/09544119JEIM561
http://dx.doi.org/10.1007/978-1-4471-5248-4_12
http://dx.doi.org/10.1243/09544062JMES890
http://dx.doi.org/10.1088/1748-3190/aa967c
http://dx.doi.org/10.22545/2013/00042
http://dx.doi.org/10.2307/1219595
https://www.delta-intkey.com/www/uguide.htm
http://dx.doi.org/10.1086/285850
http://dx.doi.org/10.1088/0964-1726/9/3/301


Biomimetics 2020, 5, 62 25 of 26

63. Yen, J.; Weissburg, M.J.; Helms, M.; Goel, A.K. Biologically inspired design: A tool for interdisciplinary
education. In Biomimetics: Nature-Based Innovation; Bar-Cohen, Y., Ed.; Taylor & Francis: New York, NY,
USA, 2011.

64. Darwin, C. On the Origin of the Species, 1st ed.; John Murray: London, UK, 1859.
65. Schöfer, M.; Maranzana, N.; Aoussat, A.; Bersano, G.; Buisine, S. Distinct and combined effects of disciplinary

composition and methodological support on problem solving in groups. Creat. Innov. Manag. 2018,
27, 102–115. [CrossRef]

66. Hashemi Farzaneh, H.; Helms, K.M.; Lindemann, U. Visual representations as a bridge for engineers
and biologists in bio-inspired design collaborations. In Proceedings of the International Conference on
Engineering Design, ICED, Milan, Italy, 27–30 July 2015; Volume 2, pp. 215–224.

67. Graeff, E.; Maranzana, N.; Aoussat, A. Conception biomimétique: Quels acteurs pour quelles attentes?
(Biomimetic Design: Which actors for what expectations?). In Proceedings of the CONFERE Conference,
Budapest, Hungary, 5–6 July 2018.

68. Graeff, E.; Maranzana, N.; Aoussat, A. Engineers’ and Biologists’ Roles during Biomimetic Design Processes,
Towards a Methodological Symbiosis. In Proceedings of the International Conference on Engineering Design,
ICED, Delft, The Netherlands, 5–8 August 2019; Volume 1, pp. 319–328.

69. Keshwani, S.; Lenau, T.A.; Ahmed-Kristensen, S.; Chakrabarti, A. Comparing novelty of designs from
biological-inspiration with those from brainstorming. J. Eng. Des. 2017, 28, 654–680. [CrossRef]

70. Sane, S.P. Bioinspiration and biomimicry: What can engineers learn from biologists? J. Appl. Sci. Eng. 2016.
[CrossRef]

71. Blessing, L.T.M.; Chakrabarti, A. DRM, a Design Research Methodology; Springer: London, UK, 2009; pp. 1–397.
ISBN 9781848825864.

72. Fu, K.; Moreno, D.; Yang, M.; Wood, K.L. Bio-inspired design: An overview investigating open questions
from the broader field of design-by-analogy. J. Mech. Des. Trans. ASME 2014, 136, 111102. [CrossRef]

73. British Ecological Society Ecology Is a Science That Matters. Available online: https://www.
britishecologicalsociety.org/about/what-is-ecology/ (accessed on 24 June 2019).

74. Tansley, A.G. The Use and Abuse of Vegetational Concepts and Terms. Ecology 1935, 16, 284–307. [CrossRef]
75. Design Council What Is the Framework for Innovation? Design Council’s Evolved Double Diamond|Design

Council. Available online: https://www.designcouncil.org.uk/news-opinion/what-framework-innovation-
design-councils-evolved-double-diamond (accessed on 26 February 2020).

76. Kutschera, U.; Niklas, K.J. The modern theory of biological evolution: An expanded synthesis.
Naturwissenschaften 2004, 91, 255–276. [CrossRef]

77. Kutschera, U. Charles Darwin’s Origin of Species, directional selection, and the evolutionary sciences today.
Naturwissenschaften 2009, 96, 1247–1263. [CrossRef]

78. Climate Change & Infectious Diseases Group World Maps of Köppen-Geiger Climate Classification.
Available online: http://koeppen-geiger.vu-wien.ac.at/ (accessed on 24 October 2019).

79. Holdridge, L.R. Determination of world plant formations from simple climatic data. Science 1947, 105, 367–368.
[CrossRef] [PubMed]

80. Olson, D.M.; Dinerstein, E.; Wikramanayake, E.D.; Burgess, N.D.; Powell, G.V.N.; Underwood, E.C.;
D’amico, J.A.; Itoua, I.; Strand, H.E.; Morrison, J.C.; et al. Terrestrial Ecoregions of the World: A New Map of
Life on Earth. Bioscience 2001, 51, 933. [CrossRef]

81. Shattuck, J. Geography (Study of Science); Rosen Education Service: New York, NY, USA, 2016; p. 32.
ISBN 150810428X.

82. Olson, D.M.; Dinerstein, E. The Global 200: A Representation Approach to Conserving the Earth’s Most
Biologically. Conserv. Biol. 1998, 12, 502–515. [CrossRef]

83. Terpsichores Australasian Biomes. Available online: https://commons.wikimedia.org/wiki/File:Australasian_
biomes.svg (accessed on 6 March 2020).

84. Terpsichores Deserts and Xeric Shrublands. Available online: https://commons.wikimedia.org/wiki/File:
Biome_map_13.svg (accessed on 6 March 2020).

85. Lecointre, G.; Le Guyader, H. The Tree of Life: A Phylogenetic Classification; Belknap Press of Harvard University
Press: Cambridge, MA, USA, 2006; ISBN 9780674021839.

86. Yamamoto, K.; Bloch, S.; Vernier, P. New perspective on the regionalization of the anterior forebrain in
Osteichthyes. Dev. Growth Differ. 2017, 59, 175–187. [CrossRef] [PubMed]

http://dx.doi.org/10.1111/caim.12258
http://dx.doi.org/10.1080/09544828.2017.1393504
http://dx.doi.org/10.6180/jase.2016.19.1.01
http://dx.doi.org/10.1115/1.4028289
https://www.britishecologicalsociety.org/about/what-is-ecology/
https://www.britishecologicalsociety.org/about/what-is-ecology/
http://dx.doi.org/10.2307/1930070
https://www.designcouncil.org.uk/news-opinion/what-framework-innovation-design-councils-evolved-double-diamond
https://www.designcouncil.org.uk/news-opinion/what-framework-innovation-design-councils-evolved-double-diamond
http://dx.doi.org/10.1007/s00114-004-0515-y
http://dx.doi.org/10.1007/s00114-009-0603-0
http://koeppen-geiger.vu-wien.ac.at/
http://dx.doi.org/10.1126/science.105.2727.367
http://www.ncbi.nlm.nih.gov/pubmed/17800882
http://dx.doi.org/10.1641/0006-3568(2001)051[0933:TEOTWA]2.0.CO;2
http://dx.doi.org/10.1046/j.1523-1739.1998.012003502.x
https://commons.wikimedia.org/wiki/File:Australasian_biomes.svg
https://commons.wikimedia.org/wiki/File:Australasian_biomes.svg
https://commons.wikimedia.org/wiki/File:Biome_map_13.svg
https://commons.wikimedia.org/wiki/File:Biome_map_13.svg
http://dx.doi.org/10.1111/dgd.12348
http://www.ncbi.nlm.nih.gov/pubmed/28470718


Biomimetics 2020, 5, 62 26 of 26

87. Avibase Avibase—The World Bird Database. Available online: https://avibase.bsc-eoc.org/search.jsp?lang=

EN&isadv=yes (accessed on 29 February 2020).
88. SCAR Biodiversity Database. Available online: https://www.scar.org/data-products/bio-database/

(accessed on 29 February 2020).
89. GBIF GBIF—Home Page. Available online: https://www.gbif.org/ (accessed on 1 July 2019).
90. Linsey, J.S.; Viswanathan, V.K. Overcoming Cognitive Challenges in Bioinspired Design and Analogy.

In Biologically Inspired Design; Springer: London, UK, 2014; pp. 221–244.
91. Swanson, A.C.; Schwendenmann, L.; Allen, M.F.; Aronson, E.L.; Artavia-León, A.; Dierick, D.;

Fernandez-Bou, A.S.; Harmon, T.C.; Murillo-Cruz, C.; Oberbauer, S.F.; et al. Welcome to the Atta world:
A framework for understanding the effects of leaf-cutter ants on ecosystem functions. Funct. Ecol. 2019,
33, 1386–1399. [CrossRef]

92. Fernandez-Bou, A.S.; Dierick, D.; Harmon, T.C. Diel pattern driven by free convection controls leaf-cutter
ant nest ventilation and greenhouse gas emissions in a Neotropical rain forest. Oecologia 2020, 192, 591–601.
[CrossRef]

93. Bollazzi, M.; Forti, L.C.; Roces, F. Ventilation of the giant nests of Atta leaf-cutting ants: Does underground
circulating air enter the fungus chambers? Insectes Soc. 2012, 59, 487–498. [CrossRef]

94. Jones, J.C.; Oldroyd, B.P. Nest Thermoregulation in Social Insects. Adv. Insect Phys. 2006, 33, 153–191.
95. Van Gils, H.A.J.A.; Vanderwoude, C. Leafcutter Ant (Atta sexdens) (Hymenoptera: Formicidae) Nest

Distribution Responds to Canopy Removal and Changes in Micro-Climate in the Southern Colombian
Amazon. Fla. Entomol 2012, 95, 914–921. [CrossRef]

96. Bollazzi, M.; Roces, F. Leaf-cutting ant workers (Acromyrmex heyeri) trade off nest thermoregulation for
humidity control. J. Ethol. 2010, 28, 399–403. [CrossRef]

97. Lighton, J.; Berrigan, D. Questioning paradigms: Caste-specific ventilation in harvester ants, Messor
pergandei and M. julianus (Hymenoptera: Formicidae). J. Exp. Biol. 1995, 198, 521–530.

98. Lighton, J.R.B.; Wehner, R. Ventilation and respiratory metabolism in the thermophilic desert ant, Cataglyphis
bicolor (Hymenoptera, Formicidae). J. Comp. Physiol. B 1993, 163, 11–17. [CrossRef]

99. Korb, J. The architecture of termite mounds: A result of a trade-off between thermoregulation and gas
exchange? Behav. Ecol. 1999, 10, 312–316. [CrossRef]

100. Korb, J. Thermoregulation and ventilation of termite mounds. Naturwissenschaften 2003, 90, 212–219.
[CrossRef] [PubMed]

101. Willot, Q.; Simonis, P.; Vigneron, J.P.; Aron, S. Total internal reflection accounts for the bright color of the
saharan silver ant. PLoS ONE 2016, 11, e0152325. [CrossRef] [PubMed]

© 2020 by the authors.This article is an open access article distributed under the terms 
and conditions of the Creative Commons Attribution (CC BY) license (http://
creativecommons.org/licenses/by/4.0/).

https://avibase.bsc-eoc.org/search.jsp?lang=EN&isadv=yes
https://avibase.bsc-eoc.org/search.jsp?lang=EN&isadv=yes
https://www.scar.org/data-products/bio-database/
https://www.gbif.org/
http://dx.doi.org/10.1111/1365-2435.13319
http://dx.doi.org/10.1007/s00442-020-04602-2
http://dx.doi.org/10.1007/s00040-012-0243-9
http://dx.doi.org/10.1653/024.095.0414
http://dx.doi.org/10.1007/s10164-010-0207-3
http://dx.doi.org/10.1007/BF00309660
http://dx.doi.org/10.1093/beheco/10.3.312
http://dx.doi.org/10.1007/s00114-002-0401-4
http://www.ncbi.nlm.nih.gov/pubmed/12743703
http://dx.doi.org/10.1371/journal.pone.0152325
http://www.ncbi.nlm.nih.gov/pubmed/27073923
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Positioning of the Article 
	State of the Art 
	Biomimetics Methodological Framework 
	Practical Impediments and Current Resolution Strategies 
	A Biological Approach, another Alternative 
	Integration of Stakeholders with a Background in Biology 

	Synthesis and Research Question 

	Material and Methods 
	Results 
	Findability and the Ill-Defined “Transposition to Biology” 
	First Descriptive Step: the 3rd Step, the Initial Grain of Sand 
	Prescriptive Step: Ecology and Solution Spaces 

	Findability and the Identification of Biological Models of Interest 
	First Descriptive Step: Concepts Associated with the 4th Step 
	Prescriptive Step: From Solution Spaces to Biological Models 

	Impact on Biomimetician’s Definition and Training 

	Discussion 
	Conclusions 
	References



